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As Craig Venter sails the cceans coll=cting seawater
samples to profile misrobisl communities by high-
thraughput sequence snalysis, microhislogists around
the world are busy collecting their awn samples. The
diversity of locations—from Antarctic lakes to buman

T — ic cnganiams

pite—highli wality

of the Farth’

EDITORIAL |

Metagenomics versus Moore's law

Metagenomics sprang from advances in sequencing technology, and comtinuad improvemants
are providing data in quantities unimaginable a few years ago. But without concerted effarts,
the amount of data will quickly outpace the ability of scientists to analyze it.

A0 megabases. Today thers are over 4,000 sequenced meta-
genomes, and their size and number are increasing, Each
new prmssquence d metagenome is 200-500 megabases,
and thase generaeed e Hlumina platform s are 20-50
gigabases, To analyze th

pipelines would take tens of years e a single processcr and
weeks to h muhmeswd:upuolmopnxesu;.

)’uw popuhk ion thislarge is certain to have profou.nd
mﬂ.umcu onits environment. Yet our kmow-led.ge af

computlnq would help, at least temporatrily.

[

SOLID platforms. Most meugenomucunalms pipelines
are designed for Sanger ssquencing data, 5o the short p=ad

lenges for data analysis and interpretation.

in two years. At current database sizes all-versus-all coms=
parisons are already impossible without a supercomputer:=:
Development of more efficient algorithms will help, but ==
this will not solve the basic problem of too little comput- ...

lengths ard errar profles of the new methods present chal- by

The fi
Moo:e slaw, .md the con ohnalvzmg the largest d.mms

ting this
n genes.

mputer

ar cloud

ilable

ing power. Individual access to supercomputers or clouds:

o hap-
bislngy
et sizes
sedsup-
; needs to
Geereose computational demands by improving data shar-
ing thmugh standards and oentmlued o ldm.mon and
icnally intensive op
This summer, after dm:ussl ens at the International

bemed shotgun metagenomes were reparted—each less than

B A digital atlas of the worm Reports on pages 639 and 673 andan ing  Conlerenss on Syswems for Intelligent Molscular Biclogy
HMewsand Viewson page 636 illustrate some of the d.mgm community members fo:med the M3 (metagenomics,
B Tools for metagenomics and challenges invotved and describe new algorithms tn. metaca el and metain-
d.e.sznh them Mon v-ork une\‘ded.bo assess the new frmrw:tnnﬂ underthe mefaf th

B A reporter line for erythroid differentiation palres gl e v

W BreakDancer hﬁeeﬁomanmﬂwﬂxn«d\ grdlack. Thelrpmposedl-b?h(ﬂom—mbrmmunoed
But even xﬂx«pmblemﬂmbﬁng aalwd al.:rgerpmb— later this y de serves the supp

B Addressing the crystallegraphy phase problem lern b taeen h P fundi icsand those whe holdthe keys to the high-
tofseg dars. 1mom hreey Unless major efforts are
. the fi d ing platform— taken iemmediatel,nesearchers il ind they have avwealth

ofd.!ubqnnowd\ toimterpret it.
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£900,000
$ 60000 Folker Meyer
5300,000
$300,000 $240,000
£120,000
3000 m gioinformatics
$30,000 et L0 e ® Sequencing
515,000 000 5,000
$7
53,
$3,000 , . - - ,
0.5 1 J W30 &0 jJ W58 196
454 Solexa

Next gen Solexa

*Values are for BLAST searches on Amazon EC2 (from Wilkening et al, IEEE
Cluster09) s
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